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The protein now designated MASP-2 was isolated and identified in Aarhus by Steffen Thiel and Jens Chr. 
Jensenius through its reaction with a chicken antibody. 

The N-terminal amino acids of the protein was sequenced in Oxford by Anthony C. Willis from blots on 
PVDF provided by the Aarhus group. Antibody against a synthetic peptide representing the N-terminal 20 
amino acids reacted with the protein as well as with a polypeptide of 20 kDa. The 20 kDa peptide was N- 
terminally sequenced by ACW and found to be identical to the N-terminal sequence of the 50 kDa protein. 
Further, ACW sequenced some internal peptides of the protein and the 20 kDa form. These sequences 
established the protein as being related to MASP-1, Clr and Cls. The sequences also established the 20 
kDa peptide as being a truncated form of the 50 kDa protein. 

The Aarhus group showed the protein as well as the truncated form to be associated with mannan-binding 
lectin. Uffe Holmskov, Odense, was involved in this finding through ongoing discussions. 

In Aarhus graduate student Thomas Vorup Jensen generated by RT-PCR a 300 bp cDNA fragment from 
liver RNA using oligonucleotides deduced from the peptide sequences. The amino acid sequence deduced 
from the 300 bp oligonucleotide encompassed the peptides used for constructing the oligonucleotides as 
well as another of the sequenced peptides. The derived sequence further emphasized the similarity of the 
new protein to MASP (MASP-1) and also the relationship to Clr and Cls. 

TVJ working in Kenneth B. M. Reid's laboratory in Oxford with guidance of KBMR and Paul Eggleton 
used the 300 bp as probe for cloning cDNA from liver libraries and isolated a 1.8 kb clone. The sequence 
revealed the presence of the serine protease domain, although the C-terminal part of this was missing. Also 
missing (compared to the later obtained full length clone) was the 2nd Clr/s domain. 

Wilhelm Schwaeble heard of the project and offered his help with isolating and sequencing further clones. 
The aim of this was to establish the full sequence of the mRNA and thereby also the deduced amino acid 
sequence. This work would also allow for the synthesis by recombinant technique of the recombinant 
protein. The synthesis of the recombinant protein as well as of MASP-1 and possibly also MBL was 
allocated to TVJ to be part of his PhD project aimed at studying the structure and function of the 
MBL/MASP complex. This work was designed to be carried out in collaboration with KBMR and Robert 
B. Sim in Oxford as well as at the Aarhus laboratory. 

With the use of the 300 bp RT-PCR generated probe, the cloning and sequencing was successfully carried 
out in WS's laboratory in Leicester, largely by graduate student Cordula Stover. Three different cDNA 
clones were sequenced. One (A) represents the full length was found to encode a protein of 622 amino 
acids showing about 40% sequence identity to Clr, Cls and MASP-1. Another clone (C) represented the 
N-terminal part of clone A with additional four amino acids not found in A. The size of C (ORF of 540 bp) 
agrees with it representing mRNA encoding the truncated form of MASP-2. The third clone (B) has a 5' 
end almost identical to C but in addition an ORF of 558 bp with no similarity to A. 



To the best of my knowledge the above is a true account of the identification of MASP-2. 
Being coauthor of the first publication on MASP-2 1 further hereby state that I concede that the rights of 
commercial exploitation and patenting resulting from the first publication (Nature April IS91) belong to 
Steffen Thiel and Jens Chr. Jensenius 
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Discovery of MASP-2 



The protein now designated MASP-2 was isolated and identified in Aarhus by Steffen Thiel and Jens 
Chr. Jensenius through its reaction with a chicken antibody. 

The N-terminal amino acids of the protein was sequenced in Oxford by Anthony C. Willis from blots 
on PVDF provided by the Aarhus group. Antibody against a synthetic peptide representing the N- 
terminal 20 amino acids reacted with the protein as well as with a polypeptide of 20 kDa. The 20 kDa 
peptide was N-terminally sequenced by ACW and found to be identical to the N-terminal sequence of 
the 50 kDa protein. Further, ACW sequenced some internal peptides of the protein and the 20 kDa 
form. These sequences established the protein as being related to MASP-1, CI r and Cls. The 
sequences also established the 20 kDa peptide as being a truncated form of the 50 kDa protein. 

The Aarhus group, including research students Soren Hansen and Steen B. Laursen, showed the 
protein as well as the truncated form to be associated with mannan-binding lectin. Uffe Holmskov, 
Odense, was involved in this finding through ongoing discussions. 

In Aarhus graduate student Thomas Vorup Jensen generated by RT-PCR a 300 bp cDNA fragment 
from liver RNA using oligonucleotides deduced from the peptide sequences. The amino acid 
sequence deduced from the 300 bp oligonucleotide encompassed the peptides used for constructing 
the oligonucleotides as well as another of the sequenced peptides. The derived sequence further 
emphasized the similarity of the new protein to MASP (MASP-1) and also the relationship to Clr 
and Cls. 

TVJ working in Kenneth B. M. Reid's laboratory in Oxford with guidance of KBMR and Paul 
Eggleton-used the 3 00- bp as -probe for cloning-cDNA from. liver libraries-and -isolated a 1.8 kb clone. 
The sequence revealed the presence of the serine protease domain, although the C-terminal part of 
this was missing. Also missing (compared to the later obtained full length clone) was the 2nd Clr/s 
domain. 

Wilhelm Schwaeble heard of the project and offered his help with isolating and sequencing further 
clones. The aim of this was to establish the full sequence of the mRNA and thereby also the deduced 
amino acid sequence. This work would also allow for the synthesis by recombinant technique of the 
recombinant protein. The synthesis of the recombinant protein as well as of MASP-1 and possibly 
also MBL was allocated to TVJ to be part of his PhD project aimed at studying the structure and 
function of the MBL/MASP complex. This work was designed to be carried out in collaboration with 
KBMR and Robert B. Sim in Oxford as well as at the Aarhus laboratory. 

With the use of the 300 bp RT-PCR generated probe, the cloning and sequencing was successfully 
carried out in WS's laboratory in Leicester, largely by graduate student Cordula Stover. Three 
different cDNA clones were sequenced. One (A) represents the full length was found to encode a 
protein of 622 amino acids showing about 40% sequence identity to Clr, Cls and MASP-1 . Another 
clone (C) represented the N-terminal part of clone A with additional four amino acids not found in A. 
The size of C (ORF of 540 bp) agrees with it representing mRNA encoding the truncated form of 
MASP-2. The third clone (B) has a 5' end almost identical to C but in addition an ORF of 558 bp 
with no similarity to A. 



To the best of my knowledge the above is a true account of the identification of MASP-2. 



Being coauthor of the first publication on MASP-2 I further hereby state that I concede that 
the rights of commercial exploitation and patenting resulting from the first publication 
(Nature April 1997) belong to Steffen Thiel and Jens Chr. Jensenius 
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The protein now designated MASP-2 was isolated and identified in Aarhus by Steffen Thiel 
and Jens Chr. Jensenius through its reaction with a chicken antibody. 

The N-terminal amino acids of the protein was sequenced in Oxford by Anthony C. Willis 
from blots on PVDF provided by the Aarhus group. Antibody against a synthetic peptide 
representing the N-terminal 20 amino acids reacted with the protein as well as with a 
polypeptide of 20 kDa. The 20 kDa peptide was N-terminally sequenced by ACW and found to 
be identical to the N-terminal sequence of the 50 kDa protein. Further, ACW sequenced some 
internal peptides of the protein and the 20 kDa form. These sequences established the protein as 
being related to MASP-1, Clr and Cls. The sequences also established the 20 kDa peptide as 
being a truncated form of the 50 kDa protein. 

The Aarhus group showed the protein as well as the truncated form to be associated with 
mannan-binding lectin. Uffe Holmskov, Odense, was involved in this finding through ongoing 
discussions. 

In Aarhus graduate student Thomas Vorup Jensen generated by RT-PCR a 300 bp cDNA 
fragment from liver RNA using oligonucleotides deduced from the peptide sequences. The 
amino acid sequence deduced from the 300 bp oligonucleotide encompassed the peptides used 
for constructing the oligonucleotides as well as another of the sequenced peptides. The derived 
sequence further emphasized the similarity of the new protein to MASP (MASP-1) and also the 
relationship to Clr and Cls. 

TVJ working in Kenneth B. M. Reid's laboratory in Oxford with guidance of KB MR and Paul 
Eggleton used the 300 bp as probe for cloning cDNA from liver libraries and isolated a 1.8 kb 
clone. The sequence revealed the presence of the serine protease domain, although the C- 
terminal part of this was missing. Also missing (compared to the later obtained full length 
clone) was the 2nd Clr/s domain. 

Wilhelm Schwaeble heard of the project and offered his help with isolating and sequencing 
further clones. The aim of this was to establish the full sequence of the mRNA and thereby also 
the deduced amino acid sequence. This work would also allow for the synthesis by 
recombinant technique of the recombinant protein. The synthesis of the recombinant protein as 
well as of MASP-1 and possibly also MBL was allocated to TVJ to be part of his PhD project 
aimed at studying the structure and function of the MBL/MASP complex. This work was 
designed to be carried out in collaboration with KB MR and Robert B. Sim in Oxford as well as 
at the Aarhus laboratory. 

With the use of the 300 bp RT-PCR generated probe, the cloning and sequencing was 
successfully carried out in WS's laboratory in Leicester, largely by graduate student Cordula 
Stover. Three different cDNA clones were sequenced. One (A) represents the full length was 
found to encode a protein of 622 amino acids showing about 40% sequence identity to Clr, 
Cls and MASP-1. Another clone (C) represented the N-terminal part of clone A with additional 
four amino acids not found in A. The size of C (ORF of 540 bp) agrees with it representing 
mRNA encoding the truncated form of MASP-2. The third clone (B) has a 5* end almost 
identical to C but in addition an ORF of 558 bp with no similarity to A. 



To the best of my knowledge the above is a true account of the identification of MASP-2. 
Being coauthor of the first publication on MASP-2 1 further hereby state that I concede that the 
rights of commercial exploitation and patenting resulting from the first publication (Nature 
April 1997) belong to Steffen Thiel and Jens Chr. Jensenius 
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The protein now designated MASP-2 was isolated and identified in Aarhus by Steffen Thiel 
and Jens Chr. Jensenius through its reaction with a chicken antibody. 

The N-t ermin al amino adds of the protein was sequenced in Oxford by Anthony C. Willis 
from blots on PVDF provided by the Aaitras group. Antibody against a synthetic peptide 
representing the N-terminal 20 amino acids reacted with the protein as well as with a 
polypeptide of 20 kDa. The 20 kDa peptide was N-temrinally sequenced by ACW and found to 
be identical to the N-terminal sequence of the 50 kDa protein. Further, ACW sequenced some 
internal peptides of the protein and the 20 kDa form. These sequences established the protein as 
being related to MASP-1, Clr and Cls. The sequences also established the 20 kDa peptide as 
being a truncated form of the 50 kDa protein. 

The Aarhus group showed the protein as well as the truncated form to be associated with 
mannan-binding lectin. Uffe Holmskov, Odense, was involved in this finding through ongoing 
discussions, ~ 

In Aarhus graduate student Thomas Vorup Jensen generated by RT-PCR a 300 bp cDNA 
fragment from liver RNA using oligonucleotides deduced from the peptide sequences. The 
amino acid sequence deduced from the 300 bp oligonucleotide encompassed the peptides used 
for constructing the oligonucleotides as well as another of die sequenced peptides. The derived 
sequence further emphasized the similarity of the new protein to MASP (MASP-1) and also the 
relationship to Clr and Cls. 

TVJ working in Kenneth B, M. Reid's laboratory in Oxford with guidance of KB MR and Paul 
Eggleton used the 300 bp as probe for cloning cDNA from liver libraries and isolated a 1.8 kb 
clone. The sequence revealed the presence of die serine protease domain, although the C- 
termrual part of this was missing. Also missing (compared to the later obtained full length 
clone) was the 2nd Clr/s domain. 

WTlhelm Schwaeble heard of the project and offered his help with isolating and sequencing 
farther clones. The aim of this was to establish the full sequence of the mRNA and thereby also 
the deduced amino acid sequence. This work would also allow for the synthesis by 
recombinant technique of the recombinant protein. The synthesis of the recombinant protein as 
well as of MASP-1 and possibly also MBL was allocated to TVJ to be part of his PhD project 
aimed ar studying the structure and function of the MBL/MASP complex. This work was 
designed to be carried out in collaboration with KB MR and Robert B. Sim in Oxford as well as 
at the Aarhus laboratory. 

With the use of the 300 bp RT-PCR generated probe, the cloning and sequencing was 
successfully carried out in WS's laboratory in Leicester, largely by graduate student Cordula 
Stover. Three different cDNA clones were sequenced. One (A) represents the full length was 
found to encode a protein of 622 amino acids showing about 40% sequence identity to Clr* 
Cls and MASP-1. Another clone (Q) represented the N-terminal parr of clone A with additional 
four amino acids not found in A. The size of C (ORF of 540 bp) agrees with it representing 
mRNA encoding the truncated form of MASP-2. The third clone (B) has a 5' end almost 
identical to C but in addition an ORF of 558 bp with no similarity to A. 



To the best of my knowledge the above is a true account of the identification of MASP-2. 
Being coauthor of the first publication on MASP-2 1 further hereby state that I concede rhar the 
rights of commercial exploitation and patenting resulting from the first publication (Nature 
April 1997) belong to Steffen Uriel and Jens Chr. Jensenius 





The protein now designated MASP-2 was isolated and identified in Aarhus by Steffen Thiel 
and Jens Chr. Jensenius through its reaction with a chicken antibody. 



The N-terminal amino acids of the protein was sequenced in Oxford by Anthony C. Willis 
from blots on PVDF provided by the Aarhus group. Antibody against a synthetic peptide 
representing the N-terminal 20 amino acids reacted with the protein as well as with a 
polypeptide of 20 kDa. The 20 kDa peptide was N-terminally sequenced by ACW and found to 
be identical to the N-terminal sequence of the 50 kDa protein. Further, ACW sequenced some 
internal peptides of the protein and the 20 kDa form. These sequences established the protein as 
being related to MASP-1, Clr and Cls. The sequences also established the 20 kDa peptide as 
being a truncated form of the 50 kDa protein. 

The Aarhus group showed the protein as well as the truncated form to be associated with 
mannan-binding lectin. Uffe Holmskov, Odense, was involved in this finding through ongoing 
discussions. 

In Aarhus graduate student Thomas Vorup Jensen generated by RT-PCR a 300 bp cDNA 
fragment from liver RNA using oligonucleotides deduced from the peptide sequences. The 
amino acid sequence deduced from the 300 bp oligonucleotide encompassed the peptides used 
for constructing the oligonucleotides as well as another of the sequenced peptides. The derived 
sequence further emphasized the similarity of the new protein to MASP (MASP- 1) and also the 
relationship to C lr and Cls. 

TVJ working in Kenneth B. M. Reid's laboratory in Oxford with guidance of KB MR and Paul 
Eggleton used the 300 bp as probe for cloning cDNA from liver libraries and isolated a 1.8 kb 
clone. The sequence revealed the presence of the serine protease domain, although the C- 
terminal part of this was missing. Also missing (compared to the later obtained full length 
clone) was the 2nd Clr/s domain. 

Wilhelm Schwaeble heard of the project and offered his help with isolating and sequencing 
further clones. The aim of this was to establish the full sequence of the mRNA and thereby also 
the deduced amino acid sequence. This work would also allow for the synthesis by 
recombinant technique of the recombinant protein. The synthesis of the recombinant protein as 
well as of MASP-1 and possibly also MBL was allocated to TVJ to be part of his PhD project 
aimed at studying the structure and function of the MBL/MASP complex. This work was 
designed to be carried out in collaboration with KB MR and Robert B. Sim in Oxford as well as 
at the Aarhus laboratory. 

With the use of the 300 bp RT-PCR generated probe, the cloning and sequencing was 
successfully carried out in WS's laboratory in Leicester, largely by graduate student Cordula 
Stover. Three different cDNA clones were sequenced. One (A) represents the full length was 
found to encode a protein of 622 amino acids showing about 40% sequence identity to Clr, 
Cls and MASP-1. Another clone (C) represented the N-terminal part of clone A with additional 
four amino acids not found in A. The size of C (ORF of 540 bp) agrees with it representing 
mRNA encoding the truncated form of MASP-2. The third clone (B) has a 5' end almost 
identical to C but in addition an ORF of 558 bp with no similarity to A. 



To the best of my knowledge the above is a true account of the identification of MASP-2. 
Being coauthor of the first publication on MASP-2 1 further hereby state that I concede that the 
rights of commercial exploitation and patenting belong to Steffen Thiel and Jens Chr. Jensenius 






Discovery of MASP-2 

The protein now designated MA^^^WS? isolated and identified in Aarhus by Steffen Thiel and 
Jens Chr. Jensenius through its reaction with a chicken antibody. 

The N-terminal amino acids of the protein was sequenced in Oxford by Anthony C. Willis from 
blots on PVDF provided by the Aarhus group. Antibody against a synthetic peptide representing 
the N-terminal 20 amino acids reacted with the protein as well as with a polypeptide of 20 kDa. 
The 20 kDa peptide was N-terminally sequenced by ACW and found to be identical to the N- 
terminal sequence of the 50 kDa protein. Further, ACW sequenced some internal peptides of the 
protein and the 20 kDa form. These sequences established the protein as being related to MASP- 
1, Clr and Cls. The sequences also established the 20 kDa peptide as being a truncated form of 
the 50 kDa protein. 

The Aarhus group, including research students S0ren Hansen and Steen B. Laursen, showed the 
protein as well as the truncated form to be associated with mannan-binding lectin. Uffe 
Holmskov, Odense, was involved in this finding through ongoing discussions. 

In Aarhus graduate student Thomas Vorup Jensen generated by RT-PCR a 300 bp cDNA 
fragment from liver RNA using oligonucleotides deduced from the peptide sequences. The 
amino acid sequence deduced from the 300 bp oligonucleotide encompassed the peptides used 
for constructing the oligonucleotides as well as another of the sequenced peptides. The derived 
sequence further emphasized the similarity of the new protein to MASP (MASP-1) and also the 
relationship to Clr and Cls. 

TVJ working in Kenneth B. M. Reid's laboratory in Oxford with guidance of KB MR and Paul 
Eggleton used the 300 bp as probe for cloning cDNA from liver libraries and isolated a 1.8 kb 
clone. The sequence revealed the presence of the serine protease domain, although the C-terminal 
part of this was missing. Also missing (compared to the later obtained full length clone) was the 
2nd Clr/s domain. 

Wilhelm Schwaeble heard of the project and offered his help with isolating and sequencing 
further clones. The aim of this was to establish the full sequence of the mRNA and thereby also 
the deduced amino acid sequence. This work would also allow for the synthesis by recombinant 
technique of the recombinant protein. The synthesis of the recombinant protein as well as of 
MASP-1 and possibly also MBL was allocated to TVJ to be part of his PhD project aimed at 
studying the structure and function of the MBL/MASP complex. This work was designed to be 
carried out in collaboration with KB MR and Robert B. Sim in Oxford as well as at the Aarhus 
laboratory. 

With the use of the 300 bp RT-PCR generated probe, the cloning and sequencing was successfully 
carried out in WS's laboratory in Leicester, largely by graduate student Cordula Stover. Three 
different cDNA clones were sequenced. One (A) represents the full length was found to encode a 
protein of 622 amino acids showing about 40% sequence identity to Clr, Cls and MASP-1. 
Another clone (C) represented the N-terminal part of clone A with additional four amino acids 
not found in A. The size of C (ORF of 540 bp) agrees with it representing mRNA encoding the 
truncated form of MASP-2. The third clone (B) has a 5' end almost identical to C but in addition 
an ORF of 558 bp with no similarity to A. 



To the best of my knowledge the above is a true account of the identification of MASP-2. 
Being coauthor of the first publication on MASP-2 1 further hereby state that I concede that the 
rights of commercial exploitation and patenting resulting from the first publication (Nature 
April 1997) belong to Steffen Thiel and Jens Chr. Jensenius 
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Discovery of MASP-2 ^> 

The protein now designated Tv^SS^2Twas isolated and identified in Aarhus by Steffen Thiel 
and Jens Chr. Jensenius through its reaction with a chicken antibody. 

The N-terminal amino acids of the protein was sequenced in Oxford by Anthony C. Willis 
from blots on PVDF provided by the Aarhus group. Antibody against a synthetic peptide 
representing the N-terminal 20 amino acids reacted with the protein as well as with a 
polypeptide of 20 kDa. The 20 kDa peptide was N-terminally sequenced by ACW and found to 
be identical to the N-terminal sequence of the 50 kDa protein. Further, ACW sequenced some 
internal peptides of the protein and the 20 kDa form. These sequences established the protein as 
being related to MASP-1, Clr and Cls. The sequences also established the 20 kDa peptide as 
being a truncated form of the 50 kDa protein. 

The Aarhus group showed the protein as well as the truncated form to be associated with 
mannan-binding lectin. Uffe Holmskov, Odense, was involved in this finding through ongoing 
discussions. 



In Aarhus graduate student Thomas Vorup Jensen generated by RT-PCR a 300 bp cDNA 
fragment from liver RNA using oligonucleotides deduced from the peptide sequences. The 
amino acid sequence deduced from the 300 bp oligonucleotide encompassed the peptides used 
for constructing the oligonucleotides as well as another of the sequenced peptides. The derived 
sequence further emphasized the similarity of the new protein to MASP (MASP-1) and also the 
relationship to Clr and Cls. 

TVJ working in Kenneth B. M. Reid's laboratory in Oxford with guidance of KB MR and Paul 
Eggleton used the 300 bp as probe for cloning cDNA from liver libraries and isolated a 1.8 kb 
clone. The sequence revealed the presence of the serine protease domain, although the C- 
terminal part of this was missing. Also missing (compared to the later obtained full length 
clone) was the 2nd Clr/s domain. 

Wilhelm Schwaeble heard of the project and offered his help with isolating and sequencing 
further clones. The aim of this was to establish the full sequence of the mRNA and thereby also 
the deduced amino acid sequence. This work would also allow for the synthesis by 
recombinant technique of the recombinant protein. The synthesis of the recombinant protein as 
well as of MASP-1 and possibly also MBL was allocated to TVJ to be part of his PhD project 
aimed at studying the structure and function of the MBL/MASP complex. This work was 
designed to be carried out in collaboration with KB MR and Robert B. Sim in Oxford as well as 
at the Aarhus laboratory. 

With the use of the 300 bp RT-PCR generated probe, the cloning and sequencing was 
successfully carried out in WS's laboratory in Leicester, largely by graduate student Cordula 
Stover. Three different cDNA clones were sequenced. One (A) represents the full length was 
found to encode a protein of 622 amino acids showing about 40% sequence identity to Clr, 
Cls and MASP-1. Another clone (C) represented the N-terminal part of clone A with additional 
four amino acids not found in A. The size of C (ORF of 540 bp) agrees with it representing 
mRNA encoding the truncated form of MASP-2. The third clone (B) has a 5' end almost 
identical to C but in addition an ORF of 558 bp with no similarity to A. 



To the best of my knowledge the above is a true account of the identification of MASP-2. 
Being coauthor of the first publication on MASP-2 I further hereby state that I concede that the 
rights of commercial exploitation and patenting belong to Steffen Thiel and Jens Chr. Jensenius 
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Discovery of MASP-2 ^^Syjk^t^^ 

The protein now designated MASP-2 was isolated and identified in Aarhus by Steffen Thiel 
and Jens Chr. Jensenius through its reaction with a chicken antibody. 

The N-terminal amino acids of the protein was sequenced in Oxford by Anthony C. Willis 
from blots on PVDF provided by the Aarhus group. Antibody against a synthetic peptide 
representing the N-terminal 20 amino acids reacted with the protein as well as with a 
polypeptide of 20 kDa. The 20 kDa peptide was N-terminally sequenced by ACW and found to 
be identical to the N-terminal sequence of the 50 kDa protein. Further, ACW sequenced some 
internal peptides of the protein and the 20 kDa form. These sequences established the protein as 
being related to MASP-1, Clr and Cls. The sequences also established the 20 kDa peptide as 
being a truncated form of the 50 kDa protein. 

The Aarhus group showed the protein as well as the truncated form to be associated with 
mannan-binding lectin. Uffe Holmskov, Odense, was involved in this finding through ongoing 
discussions. 

In Aarhus graduate student Thomas Vorup Jensen generated by RT-PCR a 300 bp cDNA 
fragment from liver RNA using oligonucleotides deduced from the peptide sequences. The 
amino acid sequence deduced from the 300 bp oligonucleotide encompassed the peptides used 
for constructing the oligonucleotides as well as another of the sequenced peptides. The derived 
sequence further emphasized the similarity of the new protein to MASP (MASP-1) and also the 
relationship to Clr and Cls. 

TVJ working in Kenneth B. M. Reid's laboratory in Oxford with guidance of KB MR and Paul 
Eggleton used the 300 bp as probe for cloning cDNA from liver libraries and isolated a 1.8 kb 
clone. The sequence revealed the presence of the serine protease domain, although the C- 
terminal part of this was missing. Also missing (compared to the later obtained full length 
clone) was the 2nd Clr/s domain. 

Wilhelm Schwaeble heard of the project and offered his help with isolating and sequencing 
further clones. The aim of this was to establish the full sequence of the mRNA and thereby also 
the deduced amino acid sequence. This work would also allow for the synthesis by 
recombinant technique of the recombinant protein. The synthesis of the recombinant protein as 
well as of MASP-1 and possibly also MBL was allocated to TVJ to be part of his PhD project 
aimed at studying the structure and function of the MBL/MASP complex. This work was 
designed to be carried out in collaboration with KB MR and Robert B. Sim in Oxford as well as 
at the Aarhus laboratory. 

With the use of the 300 bp RT-PCR generated probe, the cloning and sequencing was 
successfully carried out in WS's laboratory in Leicester, largely by graduate student Cordula 
Stover. Three different cDNA clones were sequenced. One (A) represents the full length was 
found to encode a protein of 622 amino acids showing about 40% sequence identity to Clr, 
Cls and MASP-1. Another clone (C) represented the N-terminal part of clone A with additional 
four amino acids not found in A. The size of C (ORF of 540 bp) agrees with it representing 
mRNA encoding the truncated form of MASP-2. The third clone (B) has a 5' end almost 
identical to C but in addition an ORF of 558 bp with no similarity to A. 



To the best of my knowledge the above is a true account of the identification of MASP-2. 
Being coauthor of the first publication on MASP-2 I further hereby state that I concede that the 
rights of commercial exploitation and patenting resulting from the first publication (Nature 
April 1997) belong to Steffen Thiel and Jens Chr. Jensenius 
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Kim Palle Jensen 




From: Jens Christian JefiSWW^UcJensenius@immunoIogy. au.dk] 
Sent: 7. oktober2003 10:20 
To: Cordula Stover 
Subject: Re: signature . 



Dear Cordula, 

Thank you for your mail. I certainly think that you deserve, and wish for you, a successful career. 
While I shall not lay claim to being an expert on these matters, I have been involved on a number of 
occasions, and my experience is that IPR is rather different from allocating scientific credit, where 
emphasis, contrary to IPR, is to a large extend based on the invested hard work. It is entirely a 
different world. . _ - - - 

The best thing for me now is probably to leave the matter at our end to the patent agency. 

Best wishes, 

Jens 



Dear Jens. 

Yes, I have problems signing the paper on MASP-2 discovery thereby conceding that 
the rights of commercial exploitation and patenting resulting from the first publication 
(Nature April 1 997) belong solely to you and Steffen. 

I am on a successful career and have the obligation to myself to make use of any source 
I have co-explored. 
With kindest regards 
Cordula 



on 3/10/03 16:51, Jens Christian Jensenius at j.c.jensenius@immunology.au.dk wrote: 
Dear Cordula, ' . 

Sorry to bother you again. Please, tell me if you have problems signing the 
paper on MASP-2 discovery. 

If, for some reason you decide not to sign, I shall have to sign a statement 
on your situation - being a PhD student with Wilhelm - etc etc - and this 
will be legally valid - can obviously be challenged - BUT the agency and 
' the lawers seem to .prefere all documents being the same. Your signature is 
the only one missing. 

Thus it will be convenient if you could, please, sign and return it to the the 
• agency ASAP. ■ 

Best wishes, Jens 



07-10-03 



(copy of mail 19/9 03) 



Dear friends and collaborators, 

I have been rquessted to solicit your signatures on the attached document 
concerning patenting MA SP-2. 

The patent office originally asked for signatures only from those not at the 
time being students under supervision, so I got signatures from everybody 
except from the four of you. 

Now, of course, I am out a bit late and thus ask you kindly to sign - do not 
forget the date (and, please, name also in block capitals) - arid fax it to: 

Kim P. Jensen 

(assistent for Susanne Hoiberg) 
H0IBERG A/S 
St. Kong'ensgade 59 A 
DK-1 264 Copenhagen K 
Telephone: +45 3332 0337 
' Telefax: +45 3332 0384 - 



and also to forward the original to him. 

Thanks and best wishes, , 

Jens 

Jens Chr. Jensenius, D. Phil., dr. med. 
Professor oflmmunology 

Department of Medical Microbiology and Immunology 
University of Aarhus, DK 8000, Aarhus, Denmark 

Tel: +45 8942 1775 
mobile: +45 2338 2175 
Fax: +45 8619 6128 
privat 

+45 8612 7124 
+45 6611 5003 
+45 9848 8947. 



Jens Chr. Jensenius, D. Phil., dr. med. 
Professor of Immunology 

Department of Medical Microbiology and Immunology 
University -of Aarhus, DK 8000, Aarhus, Denmark 

Tel: +45 8942 1775 
mobile: +45 2338 2175 



07-10-03 



" " *■ " " Pax: +45 8619 6128 
privat 
*-. +45 8612 7124 
+45 6611 5003 
• +45 9848 8947 ' 



07-10-03 



